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 Slice timing: temporal adjustment of images 
sampling 

 Realignment: adjustment for participant’s head 
movement between slices 

 Co-registration: link functional images to 
structural image  

 Normalize: all into a common anatomical space 
(template) 

 Smoothing: better signal to noise ratio 
 



 Input of T1 & EPIs, respectively 
 Output of T1 & EPIs, respectively  

 
 



 Input: EPIs after DICOM 
 TR = time of each scan; TA = TR-(TR/# of slices) 
 TA is the time b/w the 1st and the last slice within one scan.  
 Slice order: interleaved (ex: Simens Skyra) 
Odd #: 1 3 5 7 9 2 4 6 8 [1:2:# 2:2:(#-1)] 
Even #: 2 4 6 8 1 3 5 7 [2:2:# 1:2:(#-1)] 
 Reference slice: middle one 
 



 Input: ^af 
 Output:  

1.   mean EPIs (mean_...),  
2.   realigned EPIs (raf*),  
3.   .txt (rp_ar…) 
 



 < 1 voxel (3mm; 2°) 
 Spike < 0.5 voxel 

(1.5 mm; 1°);  
 



 Reference Image (template image): T1 
 

 Source image (the image to best match reference 
image): mean of Realigned EPIs 
 

 Other images (images to be remain in alignment 
with the source image): Realigned EPIs (raf*) 



 Image to Align (to be warped to match the template): T1 
 Images to Write: coregistered EPIs 
 Affine Regularisation: Eastr Asian brains  
 Output: wraf* 
 



 Input: normalized EPIS, wraf* 
 Output: swraf* 



 .ps  PDF (automatically saved) 



 DEP (dependency) 
  the previously processed images 
 
 Create individual batch for each subject 
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1. Unit of design: scans (488 scans) 
2. Time interval = TR = 2s 
3. Input: preprocessed EPIs (swraf*) 
4. Conditions: 2 (handedness) x 3 (RT) +1 (error) 
5. Regressor: head motion (.txt) 
6. Basis function: canonical hrf 

 
 







 Model estimation 
Output: beta (conditions [6+1] + motion [6] + 
constant [1] =14), Res… 
 
 Contrast:   
L_Slow, L_Middle, L_fast,  
R_Slow, R_Middle, R_Fast, L-R, R-L,…  
 
Output: Con(conditions [6]), SPMT(conditions[6])… 
 
 Report: Threshold p<.001 

 
 Plot: renderSPM12\rend 
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 Design: One-sample t-test  
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